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Barcelona, 3rd July 2018 
Prof.  Biljana Simeunović-Patić,  
Editor-in-Chief BNP-Journal of Criminalistics and Law
Dear Prof. Biljana Simeunović-Patić 

We are glad to resubmit the revised version of manuscript (15515) entitled “SOME APPLICATIONS OF DNA DATABANKS AS AN INVESTIGATIVE TOOL FOR SOLVING CRIMINAL CASES” authored by F. Mestres and G. Zivanovic. This new version of the manuscript has been greatly improved thanks to the reviewers’ comments (see below).   

We hope that the manuscript will be of general interest for the readers of NBP-Journal of criminalistics and Law and that it fits all the journal requirements. 

Looking forward to hearing from you,

Yours sincerely,

 






Francesc Mestres

Professor of Forensic Genetics. Universitat de Barcelona (Barcelona, Spain).
Bronze Medal with Blue Ribbon. Police Merit. Policia de la Generalitat de Catalunya / Mossos d'Esquadra.
COMMENTS TO REVIEWERS’ SUGGESTIONS:

In general, both reviewers were positive and they have proposed different suggestions and comments that have greatly improved the manuscript. We appreciate their indications. Our comments on their questions and suggestions are included in this file (in blue color). 

REVIEWER A:   

 Review of the manuscript 
“POLICE DNA DATABANKS: A POWERFUL INVESTIGATIVE TOOL TO SOLVE CRIMINAL CASES” 
Summary: 

Manuscript ―POLICE DNA DATABANKS: A POWERFUL INVESTIGATIVE TOOL TO SOLVE CRIMINAL CASES‖ aims at addressing criminal DNA databases, with an intention of focusing on three specific applications: cold cases, familial searching and DNA dragnets. In other words, the idea behind the paper was to present the role of forensic DNA databases as investigative tools. The paper is written on 10 pages, totaling 28,089 characters with spaces. It does not contain illustrations, tables or figures. It possesses twelve literature sources and five references to Internet webpages. 
Our first idea was to present a general overview of the DNA databanks for criminal investigation. However, according to the reviewer’s suggestion we have expanded the manuscript presenting more detailed information (33,305 characters) and adding specialized bibliography (65 references).

General remarks: 

1. The manuscript is notably devoid of appropriate literature sources. It contains only twelve references, which are mainly commentaries, news articles and books. Papers published in the field have entirely been overlooked. The authors should perform a more in-depth literature search, which would greatly contribute to the overall quality of the paper. 
We have added specialized bibliography, both in books and articles. In the new version, the reference section contains information of 17 books or book chapters) and 48 articles and reports.
2. The text could greatly benefit from English language editing – it is readable, but language requires improvements in order to be of publication quality. 
A native speaking English scientist (Dr. Izquierdo-Bouldstridge Ph. D. (Parc Científic de Bar​celona, Barcelona, Spain) has revised the new version of the manuscript.   

3. Manuscript does not follow guidelines provided in the ―Instructions for authors‖: 

a. Manuscript length is 28,089 characters with spaces, which is below the limit for the minimal number of characters set by the Journal 
The extension of the resubmitted manuscript is 33,280 characters with spaces.

b. Paper formatting instructions have also not been fully respected. 
We have followed the technical instructions for authors. We hope that the manuscript fits all format requirements.

c. The authors provide an abstract in the English language, although it is termed ―summary‖, which should be changed accordingly. Further, the authors do not provide a Resume (rezime, produženi sažetak) at the end of the text in the Serbian language, but instead offer ―sažetak―, with content identical to the abstract. 

We have followed the recent technical instructions for authors for both Abstracts (in Serbian and in English)
Title: 
1. The choice of the phrase ―police DNK databanks‖ in the manuscript title is somewhat odd. The usual terminology encountered in the literature referring to such kind of DNA databanks/databases is ―national‖ or ―forensic‖ or ―criminal‖. The term ―DNA databases/databanks used by the Law enforcement‖ could also be considered. 
According to the reviewer’s comment, we have changed the title.  
2. A title could be rephrased to more adequately represent what the text will provide to the readership. Perhaps: ―Some applications of DNA databanks as an investigative tool for solving criminal cases. 

The new title of the resubmitted manuscript is: “SOME APPLICATIONS OF DNA DATABANKS AS AN INVESTIGATIVE TOOL FOR SOLVING CRIMINAL CASES”
Introduction: 
1. In the first line, the authors use the term ―STR‖ (which should be first introduced in full length, then abbreviated), without properly defining it. 
In the new version, we have defined this molecular marker in detail.

2. Although obtaining a genetic profile and positively identifying a suspect indeed represented a crucial landmark in criminal investigations (as authors point out in the first two sentences), STR analysis was not the first method employed for such purposes, as suggested here. 
In the original manuscript, we didn’t want to present the STR as the first marker used in Forensic Genetics. However, to avoid confusion, we have expanded the explanation on molecular markers useful in this forensic science.

3. The authors state that ―DNA could be directly an investigative tool to find potential suspect in cases where no information was available on the perpetrator‖. This point should be corrected, clarified and expanded, given that this claim is only partially true – it applies only in the case of repeated offenders, as the method is comparative in nature. If authors consider familial searching and dragnets when making this claim, that should be emphasized and made clear in the text, as they represent very special applications, and certainly not a routine DNA database options. 
According to the reviewer, we have clarified and expanded these points. One of the main aims of the manuscript is to present the new potentialities and usefulness of the DNA databanks.  

4. The authors did not explain why they believe it is crucial to make a distinction between terms ―databank‖ and ―database‖ and why it is significant to use definitions they propose, or follow. Thus, the issue of this terminology remains unclear, particularly because the two terms are indeed used interchangeably in the literature, the term ―DNA database‖ being dominant. As a demonstration, please see just a few manuscript examples covering various aspects of the topic, but using the same terminology: 

 Benschop, C. C., van de Merwe, L., de Jong, J., Vanvooren, V., Kempenaers, M., van der Beek, C. K., ... & Haned, H. (2017). Validation of SmartRank: A likelihood ratio software for searching national DNA databases with complex DNA profiles. Forensic Science International: Genetics, 29, 145-153. 

 Gill, P., Haned, H., Bleka, O., Hansson, O., Dørum, G., & Egeland, T. (2015). Genotyping and interpretation of STR-DNA: low-template, mixtures and database matches—twenty years of research and development. Forensic Science International: Genetics, 18, 100-117. 

 Gill, P., Fereday, L., Morling, N., & Schneider, P. M. (2006). The evolution of DNA databases—recommendations for new European STR loci. Forensic Science International, 156(2), 242-244. 

 Barash, M., Reshef, A., Voskoboinik, L., Zamir, A., Motro, U., & Gafny, R. (2012). A search for obligatory paternal alleles in a DNA database to find an alleged rapist in a fatherless paternity case. Journal of forensic sciences, 57(4), 1098-1101. 

 Machado, H., & Silva, S. (2016). Voluntary participation in forensic DNA databases: altruism, resistance, and stigma. Science, Technology, & Human Values, 41(2), 322-343. 
As other authors, we consider that it is possible to use DNA databanks and DNA databases not as synonymous expressions, but to differentiate distinct kind of stored information. Thus, the terminology “DNA databank” could be used to define a collection of individual DNA profiles used to investigate crimes and identify suspects. On the other hand, “DNA database” could describe a collection of allele frequencies used to provide estimates of how rare a particular DNA profile is in a population of reference. That is, to compute the random match probability. In the new version, we discuss these points in depth. Furthermore, we have added more references, those proposed by the reviewer and others that we have also considered interesting.
5. The authors predominantly write about the NDNAD database in the UK, without a mention to corresponding references. Please see: 

 Werrett, D. J. (1997). The national DNA database. Forensic Science International, 88(1), 33 

 Wallace, H. (2006). The UK national DNA database. EMBO reports, 7(1S), S26-S30. 
In the new version of the manuscript we have added these references.

6. Provided description of STR loci is vague. The number of loci, type of loci used, harmonization towards European standards, etc. are entirely missing. 
According to reviewer’s suggestion, we have added a new paragraph detailing all these points.

7. The authors state that ―An important ethic question soon arose on the DNA databanks‖. However, this is quite a simplified interpretation, as the question the authors refer to is not only ethical, but also social, legal, operational, etc. 
According to the reviewer’s comment, we have enlarged the paragraph explaining the operational, social and legal questions and have also added new references. 

8. Open questions regarding DNA databasing that authors point out are not accompanied by the appropriate literature. Please see some examples: 

 Gamero, J. J., Romero, J. L., Peralta, J. L., Corte-Real, F., Guillén, M., & Anjos, M. J. (2008). A study of Spanish attitudes regarding the custody and use of forensic DNA databases. Forensic Science International: Genetics, 2(2), 138-149. 

 Dundes, L. (2001). Is the American public ready to embrace DNA as a crime-fighting tool? A survey assessing support for DNA databases. Bulletin of Science, Technology & Society, 21(5), 369-375. 

 Van Camp, N., & Dierickx, K. (2008). The retention of forensic DNA samples: a socio-ethical evaluation of current practices in the EU. Journal of medical ethics, 34(8), 606-610. 
We have included these references and added others in order to improve the documentation of this topic.

9. The authors state that ―The operation of DNA databanks is simple‖. Please explain what this means. 
We agree that maybe the sentence was not enough clear. In the new version of the manuscript, we have explained with more detail how to operate the DNA databanks 
10. Choicer of terminology ―profiles generated from evidence‖ and ―profiles generated from individuals‖ is rather odd. 
According to the reviewer’s suggestion, we have changed the terminology.
11. Authors claim that a ―crime scene to crime scene match‖ results in the conclusion that ―the same individual carried out both offenses‖. This is a completely erroneous interpretation, as such match could only indicate that the same person‘s biological material was recovered from both crime scenes. 
We agree with the reviewer and we have modified the paragraph to avoid erroneous interpretations.

12. Please explain the statement ―In the present day, this probability is considered too high.‖ 
In the new version, we have improved the clarity of the paragraph.

13. Authors mention number of loci in CODIS, but do not properly discuss ―European or CODIS standards‖. 
According to the reviewer’s comment, we have added more explanations on the STR loci used in USA and European countries.
14. Secondary transfer is a very complex and important topic in forensic genetics, which authors bring up, but do not provide a more in-depth explanation. Corresponding literature is also missing; for instance: 

 Cale, C. M., Earll, M. E., Latham, K. E., & Bush, G. L. (2016). Could secondary DNA transfer falsely place someone at the scene of a crime?. Journal of forensic sciences, 61(1), 196-203. 
We have added more references (including those proposed by the reviewer) in order to properly document this topic.

15. The authors claim: ―In any case, the police DNA databanks are an excellent tool‖. This seems as a fairly ad hoc and simplified evaluation of forensic DNA databases. Please provide a balanced position on the effectiveness of DNA databanks as crime-solving tools. Also, please discuss previous work measuring the impact of forensic DNA databases. 
We have added a new paragraph discussing the effectiveness of DNA databanks. Furthermore, appropriate references have been added. 

16. New Irish DNA database is brought up, but it is unclear why the case of this database is of special interest to the readership, given that linking a suspect to a crime scene is one of the basic features of any forensic DNA database. 
We commented it because it is interesting to follow the evolution of the number of matches, and thus the number of solved cases. After an initial impact of a large number of matches, a plateau was reached. It is well documented and we consider that the distribution of matches over time could be valuable for potential readers of the manuscript.  

17. Towards the end of the Introduction section, the authors begin using the term ―scientific police‖. Please provide an explanation of what is considered by this term. 

“Scientific police officers” are commonly used in countries as France, Spain or Portugal as synonymous expression of forensic police officers. It is explained in the text of the new version of the manuscript.
Cold cases: 
1. The authors do not provide a correct and complete definition of so called cold cases. Cases are not classified ―cold‖ simply because they are old, but rather because investigative leads have been exhausted. For distinction, please see Heurich, C. (2008). Cold cases: Resources for agencies, resolution for families. NIJ Journal, 260, 20-23., and also http://projects.nfstc.org/fse/10/10-02.html. 
According to reviewer’s suggestion, we have included a more precise definition of cold case.

2. This section provides essentially no value to the readership, as it is anecdotal, rather than scientific or professional in nature. The authors do not provide even the basic review of the topic of cold cases. 
Following the reviewer’s comment, we have expanded and improved this section. Additionally, we have included more bibliographic references.
3. The literature regarding cold cases is fairly extensive and should be considered by the authors, in order to provide a sound presentation of the topic. 
As explained in point 2 (see above) we have added more references on different aspects of cold cases.

Familial searching: 
1. ―One DNA profile with STR alleles 8, 11 will generate a match with another profile with alleles 8, 11‖. This should be rephrased to yield a correct statement, so that it is clear that the example covers a profile at a single locus. 
We agree that the sentence could be improved. We have changed it in the new version of the manuscript.

2. Referring to familial searches, the authors state ―usually legislation do not support this kind of searches‖. Please provide some examples of legislations that forbid such searches, as well as the opposite instances. 
We have included new information regarding the legislation aspects on familial searchers. References concerning this topic have also been added.

3. The authors say: ―Although ‗familial searches‘ present a series of difficulties‖. Please provide examples of difficulties, which are not related to privacy invasion. 
In the new version of the manuscript, we present other kind of difficulties concerning this topic.

Dragnets: 
1. Please provide reference(s) for the Pitchfork case. 
According to the reviewer’s suggestion, we have added references on Pitchfork case.

2. Please provide support for the claim regarding the inefficiency of DNA dragnets. 
In the new version, we have discussed the effectiveness of DNA dragnets. We present references of different authors for discuss this topic.
3. Please provide references for endangerment of civil liberties when DNA dragnets are performed. 
We have improved this section adding more information and references on the endangerment if civil liberties.

4. Are there any other issues surrounding DNA dragnets? Please discuss. 
As a conclusion, a final paragraph has been added to evaluate the topic of DNA dragnets.


REVIEWER B:
The article is a review of DNA databanks possibilities, and their role in
the investigations. The introduction explains the terminology and describes
the historical aspect of database formation, as well as ethical issues
related to DNA databases and secondary transfer.   "Cold Cases" subheading
explains the role of DNA database in dealing with cases after more than 30
years. The role of family searches in finding the perpetrator is also
highlighted in the article. Authors familiarize readers with the analysis of
a large number of potential perpetrators with possibilities to carry out a
dragnet. In conclusion, a case is presented that combines several useful
aspects of the use of DNA databases. Objection is the usage of software to
translate into English, with some sentences not translated according to
English grammar. With these corrections, work can be accepted.
Thank you very much for the positive evaluation. We have changed the manuscript according to all suggestions that the reviewer indicated directly in the text. We have expanded the information of Cloppenburg dragnet. Furthermore, a native speaking English scientist (Dr. A. Izquierdo-Bouldstridge Ph.D.; Parc Científic de Bar​celona, Barcelona, Spain) has revised and corrected the new version of the manuscript.   

